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Chemosphere
Volume 253, August 2020, 126740

Impact of microplastics on microbial community
in sediments of the Huangjinxia Reservoir—water

source of a water diversion project in western
China
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RESEARCH ARTICLE Open Access
Effects of hydrolyzed fish protein and ® BMC Veterinary Research: JKff

autolyzed yeast as substitutes of fishmeal 10185 IR 5 VA TR B A AR
in the gilthead sea bream (Sparus aurata) SngienNi7ZpER G/l iap Al
diet, on fish intestinal microbiome

5. Rimoldi', E. Gini', 1. F. 4. Koch?, F. lannini’, F. Brambilla® and G. Terava'”
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Altered gut microbial profile is associated with abnormal metabolism activity of
Autism Spectrum Disorder

Zhou Dan**<#*, Xuhua Mao"*, Qisha Liu**<*, Mengchen Guo*", Yaoyao Zhuang**<, Zhi Liu*"<, Kun Chen*®<,
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A plant genetic network for preventing
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Similar drivers but different effects lead to distinct ecological patterns of
soil bacterial and archaeal communities
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Simulated warming enhances the responses of microbial N transformations
to reactive N input in a Tibetan alpine meadow

2

Yi Zhang™*, Nan Zhang", Jingjing Yin®, Yexin Zhao", Fei Yang", Zhongquan Jiang®", Jinjin Tao",
Xuebin Yan®, Yunpeng Qiu®, Hui Guo®, Shuijin Hu™™*

* Ecosystem Ecology Lab, College of Resources and Environmental Sciences, Nanjing Agricultural University, Nanjing 210095, China
* Department of Entomology & Plant Pathology, North Carolina State University, Raleigh, NC 27695, USA

&RAE:
AT :
HEA T
figxXtag:

=)

NFES:
FELL:

2020

PR EE

s

AOA (R|MhE) FIAOB (R&EMAH

Miseq(PE300)
BHIERNAZHBERERET,

(BEEERE T AmAN HER S EFAOBFEAIF,
e, FEEBNERESE T —RIIRGENRM,
IBINT BERVREIIERER (+83%) , TEHRSE
(+200%) FEMIFE (+412%) AIREIL.

— 1

B3

54
70+
4
2
0
pu
2

Environ. Int.: 408 JE 2~ 1
A W) B A o v P B s A\ T
EIA

(a) AOA (b) AOB
30 £ 20
H C3J NWAN @@ N
CO NWAN Em N <
g ¥ /oW D AW
o W R NW g3
R
El
=z
2%
Z <
v 8
3
X

(U}
L3 NWAN @ N _ 'gg a a O NWAN Em N
51 mr mw maw Do =W W
g
Z s ﬁ
Ni
A (N) , 28 (W) DBRENMSZEER (NW) 4EKZFAOA (a) f1A0B (b) £&, AOA

71 (c) FDAOBIT] (d) M EE, ACAKBIIALL (&) , LARAOB RRHT Proteobacteria
7, NitrosomonadaceaeRtfIRBBAIGEL ()



RERE

fh., ERERFhHEFEERRK



5 )R
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Q: FHREFRFHREZBEY SN, 18STFFANTSIIFFERA E 472
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HILFEAR 21 g;

IKAARIERE NI G I (BOEEEEAE3-4cm) , 1L
1% R/ — ik $£0.22umik 0.45um.

rHEA>21.

DNAFE &

i Tk Bl K A8 I8 1%

DNA: #J%>50 ng/ul;

ME>2 ug;

0D260/280: 1.8~2.0, JLF#M#, Jo RNA. HHFEE
ENUREER

DNAZCERE dh

fii H T 0KiB 3% s

W >10 ng/pl;

& >150 ng;

Ji\ T BUK/N<600 bp;

o5 G
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